
−7.42

−2

3.41

8.83
SPANG_IL21 UP

G
S

Z
mBL
intermediate
non−mBL

PCDH9
BMP7
BMP7

PNMA8A
SYBU

WNT5A
WNT5A

KIAA0753
METTL3
TNFSF8
DYRK2
DYRK2

GIT2
FBXL4

KANSL1L
BICD2
TAF1A

PRDM10
FANCF
BANP

RNF41
CYP2R1

FZD3
SIT1
E2F5
CBX4

SLC1A4
SLC1A4

SLITRK5
NTF3

CAB39L
IRS1

SAP30
PSRC1
NEIL3

GADD45A
BMP7
RGCC

GAREM1
HEY2

DNMBP
BMP3

HRK
HRK

MDM2
MDM2
MDM2
SALL2

ID3
CYP26A1

DYRK3
GPER1
GPER1

PDZRN4
ID4

NKTR
VGLL4

ANKZF1
ZBTB40
KCTD7

ZNF589
ZNF589

PAWR
BCL11A
BCL11A

TMEM100
APAF1

DNAJB4
GATC

SCAMP1
SCAMP1

MPZL1
MBNL2

MAPK14
FKBP15
HERC4

BCL6
BCL6

MAB21L1
MYLIP
SOX4
SOX4
SOX4
SOX4

BTN3A2
BTN3A2
KLHL21

RUBCNL
RUBCNL

SLCO4A1
LMCD1

HHEX
HHEX

LDLRAD4
LDLRAD4
LDLRAD4

LMAN2L
RECK
TTC9
TTC9

GABARAPL1
GABARAPL1

PDE4DIP
PTAFR
PTAFR

C14orf132
PCDH9

CHST15
SH3BP4

CAMSAP2
CCDC88C

MLLT3
SNAPC3
SGMS1

IL7R
HILPDA

TGIF1
IL10RA
INPP5F

IL16
KLF6

CDC42EP3
CDC42EP3

VEGFA
VEGFA
CITED2

CYTIP

−2.3 2.8∆ e



−6

−4

−2

0

2

4

6

SPANG_IL21 UP
G

S
Z

on
−
off

# features = 373

1

6



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

SPANG_IL21 UP
G

S
Z


